In the title compound, C 22 H 17 N 3 O 2 S, the imidazole ring forms dihedral angles of 9.2 (2), 10.9 (2) and 12.5 (2) with the thiophene, phenyl and methoxysubstituted benzene rings, respectively. There are two intramolecular C-HÁ Á ÁN hydrogen bonds forming S(5) and S(6) rings and one intramolecular C-HÁ Á ÁO hydrogen bond forming an S(6) ring.
Structure description
Compounds containing the imidazolone as well as the imine moiety exhibit pharmaceutical activities such as antimicrobial (Suthakaran et al., 2008; Patel et al., 2006) , antioxidant (Suhasini et al., 2014) , anticonvulsant (Mohamed et al., 2012) , anthelmintic (Patel et al., 2010) antibacterial (Solankee et al., 2011) analgesic (Sridhar & Ramesh, 2001) , antiinflammatory (Viveka et al., 2015) and antitumor (Hodnett & Dunn, 1970) . Apart from their biological activity, Schiff bases have assumed importance as ligands in coordination chemistry (Ö zkar et al. 2004 (Ö zkar et al. , Pouralimardan et al., 2007 Patti et al., 2009) . Structural information on the title compound is useful in developing the coordination properties of Schiff bases and to investigate new ligands.
The molecular structure of the title compound is shown in Fig. 1 . The bond lengths and angles have normal values and all aromatic rings are essentially planar. The imidazole ring forms dihedral angles of 9.2 (2), 10.9 (2) and 12.5 (2) with the thiophene (S1/C1-C4), phenyl (C9-C14) and methoxy-substituted benzene (C16-C21) rings, respectively. The methoxy group is essentially planar with the benzene ring to which it is attached, with data reports a C22-O2-C19-C18 torsion angle of À0.8 (4) . There are two intramolecular C-HÁ Á ÁN hydrogen bonds (Table 1) , forming S(5) and S(6) rings, and one intramolecular C-HÁ Á ÁO hydrogen bond forming an S(6) ring ( Fig. 1 ).
Synthesis and crystallization
A mixture of 3-hydrazinyl-3-oxo-1-(thiophen-2-yl)prop-1-en-2-yl]benzamide (0.01 mol) in 2-propanol (30 ml) with 4methoxybenzaldehyde (0.01 mol) in presence of one to two drops of sulfuric acid were heated under reflux for 8 h. The reaction mixture was cooled to ambient temperature and poured on cold water. The solid mass obtained was collected by filtration and washed with cold water. It was crystallized at ambient temperature in the presence of air from a mixture of methanol and N,N-dimethylformamide(1:1 v/v) (m.p. 421 K).
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . Table 1 Hydrogen-bond geometry (Å , ). (Farrugia, 2012) and PLATON (Spek, 2009 ).
Figure 1
The molecular structure of the title compound, with displacement ellipsoids drawn at the 40% probability level. H atoms are shown as small spheres of arbitrary radii. Dashed lines indicate weak intramolecular hydrogen bonds.
data-1
IUCrData ( (compiled Aug 27 2010,11:50:40) Empirical absorption correction using spherical harmonics, implemented in SCALE3 ABSPACK scaling algorithm. Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.44505 (4) 0.95712 (13) 
